Selective gene amplification for high-throughput sequencing.
With tremendous progress in next generation sequencing technologies, it has become possible to perform genomic sequencing in a highly cost-effective manner. However, the human genome remains too complex to be routinely re-sequenced. Thus, selective gene amplification is often employed to target a subset of genomic regions (such as a set of disease-related genes) for deep sequencing analysis. Herein, we briefly review patents that can enrich target genomic regions of interest to harness the power of NextGen sequencing technology for basic and translational biomedical research.